Score is the protein score based on combined mass and mass/mass spectrums. c Peptide hit is the unique number of tandem mass spectrometry (MS/MS) spectrums which match to the trypsin peptide. 
Supplementary

GO Biological process
GO:0046686~response to cadmium ion 13 36.1 0.00 AT4G25100, AT2G44350, AT1G02930, AT1G07890, AT1G27130, AT5G35630, AT1G60710, AT5G63400, AT4G02930, AT3G52880, AT1G11860, AT2G43750, AT1G65930 O:0005739~mitochondrion 14 38.9 0.00 AT3G52300, AT4G25100, AT2G44350, AT1G02930, AT5G50850, AT1G14810, AT5G35630, AT4G08870, AT5G63400, AT4G02930, AT3G61440, AT1G11860, AT3G13930, AT2G43750 Gene ontology (GO) analysis was performed through DAVID bioinformatics recourses.
